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Vas pozyvaju na

302. ROZHOVORY

Krystalografia proteinov, nic jednoduchsie?

Cas: streda 11. 10. 2017 od 9% hod.
Miesto: Ustav molekuldrnej biolégie SAV, Dubravska cesta 21, Bratislava
Program:

Petr Pachl: Rutinosidase: journey toward the X-ray structure
Michael Kugler: Structure-based design of human carbonic anhydrase inhibitors

Jacob Bauer: The structure and dynamics of the human ryanodine receptor 2 N-terminal domain and
its mutants

Dominika Cierna: Charakterizacia domén fudského ryanodinového receptora 2 - lepsie porozumenie
srdcovych arytmii

Jana Skerlova: Crystal structure of native B-N-acetylhexosaminidase from Aspergillus oryzae: substrate
specificity, stability, and regulation by propeptide

Markéta Novakova: Towards the structure of metabolic repressor DeoR from Bacillus subtilis

Rostislav Skrabana: What can it look like to bind a glycine-rich epitope?

Ondrej Cehlar: Crystallographic insights into the binding of intrinsically disordered proline rich tau
peptide to antibody Fab fragment

Lubica Urbanikova: Atomic resolution and protein flexibility
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Vstup je volny, ucast treba nahlasit na e-mail lubica.urbanikova@savba.sk do 6.10.2017



mailto:lubica.urbanikova@savba.sk

Doprava:
- autobusom (21, 83, 84) na zastavku Mokrohadjska, dalej peso
- autom - v smere od Brna treba odbocit este pred tunelom Sitina na Patrénku a pred
Patrénkou doprava na kruhovy objazd a potom do aredlu SAV. Dalej pokradujte cez
areal smerom spat na Brno (ponad tunel Sitina) az na koniec arealu.

Pridte sa pochvalit, poradit, postaZovat, alebo len porozpravat, tesime sa na Vas.



